Key indicators: single-crystal X-ray study; T = 113 K; mean (C-C) = 0.002 Å; R factor = 0.036; wR factor = 0.100; data-to-parameter ratio = 13.3.
In the title compound, C 13 H 12 ClN 5 , which is a derivative of the antitumor agent pazopanib {systematic name: 5- [[4-[(2,3-dimethyl-2H-indazol-6-yl )methylamino]-2-pyrimidinyl]-amino]-2-methylbenzolsulfonamide}, the indazole and pyrimidine fragments form a dihedral angle of 62.63 (5) . In the crystal, pairs of molecules related by twofold rotational symmetry are linked into dimers through -interactions between the indazole ring systems [centroid-centroid distance = 3.720 (2) Å ]. Weak intermolecular C-HÁ Á ÁN hydrogen bonds further assemble these dimers into columns propagated in [001] . 
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Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Comment
Pazopanib is an oral, second-generation multi-targeted tyrosine kinase inhibitor that targets VEGFR, platelet-derived growth factor receptor and c-kit, key proteins responsible for tumor growth and survival (Limvorasak et al., 2009; Sloan et al., 2008; Sonpavde et al., 2007) . The crystal structure of the title compound (I), a derivative of pazopanib, synthesized through the transformation of pazopanib (Sorbera et al., 2006) , is reported here.
In (I) (Fig. 1) , the indazole and pyrimidine fragments form a dihedral angle of 62.63 (5)°. In the crystal structure, The π-π contacts between the indazole systems from the adjacent molecules (Table 1) 
Experimental
To a stirred solution of the N-(2-chloropyrimidin-4-yl)-2 -methyl-2H-indazol-6-amine 5 g (0.02 mol) in DMF (30 ml) was added Cs 2 CO 3 9.8 g (0.03 mol) and iodomethane 2.5 ml (5.7 g, 0.04 mol) at room temperature. The mixture was stirred for 5 h. The reaction mixture was then poured into an ice-water bath, and the precipitate was collected via filtration and washed with water. The precipitate was air-dried to get off-white solid as crude product. The solid was dissolved in ethyl acetate 30 ml at 278 k, then white crystals were generated slowly.
Refinement
C-bound H atoms were geometrically positioned (C-H 0.95-0.98 Å), and refined as riding with U iso = 1.2-1.5 U eq (C). Figures   Fig. 1 . The molecular structure of (I). Displacement ellipsoids are drawn at the 50% probability level.
N-(2-Chloropyrimidin-4-yl)-N,2-dimethyl-2H-indazol-6-amine
Crystal data Primary atom site location: structure-invariant direct methods Extinction coefficient: 0.0191 (14) 
Special details
